Sequence Analysis

26
Sequencing libraries were prepared using the Illumina TruSeq library preparation kit and run 27 on the HiSeq 2000 Illumina sequencing instrument.
28
Raw reads were assembled using de novo assembler Velvet v0.7.03 as described in Mutreja et Table S5 .
33
The presence/absence of GI-15 and SXT was confirmed using ACT and manually comparing 34 the assembled genomes against the reference strains. For the detection of GI-15, methods
35
described by Chun et al (1) were used (refer to insertion points for GI-15 provided in Table   36 S1 of Chun et al (1), relative to V. cholerae N16961). For detection of SXT, V. cholerae Proskauer reaction, susceptibility to polymyxin B (50U) and chicken erythrocyte 46 agglutination, were determined using established procedures (2 
59
The antibiotic resistance profile of the isolates varied, although the overall trend was that 60 PNG isolates were mostly susceptible to the antibiotics tested (Table S1 ). Among the 61 fourteen isolates tested, six had reduced susceptibility (intermediate resistance) to ampicillin.
62
One isolate, L6, exhibited multidrug resistance (chloramphenicol and tetracycline). All 63 isolates were susceptible to trimethoprim-sulfamethoxazole, streptomycin and ciprofloxacin. 
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